4 
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WHAT IS CLAIMED IS: 

1 .A polynucleotide comprising the nucleotide sequenc^which encodes 

a protein having the amino acid sequence set out in SEQiD NO: 2: 
Met-Asn-Gly-Phe-Aia-Ser-LcuH,eu-Arg-Arg-Asn-GlrWPhe-Ile-Leu-Leu- 
Val-Leu-Phe-Leu-Leu-Gln- 1 1 e-Gln-Ser-Lcu'Gly-I^ey-Asp-I le-Asp-Ser- 
Arg-Pro-Thr-Ala-Glu-Val-^Ala-Thr-His-Thr-l/e-Ser-Pro-Giy-Pro- 

Lys-Gly-Asp-Asp-Gly-G] u-CyVGl y-Asp-Pro-Gl^lu-Glu-Gly-Lys-His- 
Gly-Lys-Val-Gly-Arg-Met-Gly-Pro^Lys-Gly-^Lys-Gly-Glu-Leu-Gly- 
AspHUetHTdy-Asp-Arg-Gly-Asn-Ilc-Gly-Lyy^ 

Lys-Gly-Asp-Lys^ly-Glu-Lys-Gly J Leu-LeuyGly-Ile-Pro-Gly-Glu-Lys- 
Cay-Lys-Ala-Giy-Thr-Val-(^-AsprCys-Gy-Arg-Tyr-Arg-Lys-Phe-Val- 
Gly-Gln-Leu-Asp-Ile-Ser-Ile-Ala-Arg 7 I^u-Lys-Thr-Ser-Met-Lys-Phe- 
Val-Lys-Asn-Val-Ile-Ala-Gly-Ile-Arg^Glu-Thr-Glu-Glu-Lys-Phe-Tyr- 
Tyr-1 1 e-Vai-Gl n-Glu-Gl U -Lys-Asn-Ty#-Arg-Glu-Ser-Leu-Thr-His-Cys- 
Ar g- 1 le-Arg-Gl y-Gl y-Me t-Leu-Al a-M^t-Pr o-Ly s-Asp-G 1 u-A i a-A 1 a-Asn- 
Thr-Lcu-Tle-Aia-Asp-Tyr-Val-AiaVys-Ser-Gly-Phe-Phe-Arg-Val-Phe- 
1 1 e-Gly-Val-Asn-Asp-Leu-Gl u-Argyftrl u-Gly-G J n-Tyr-Met-Phe-Thr-Asp- 

Asn-Thr-PrcHUu^l^ 
Asp-Pro-Tyr-Gly-HisHHu^sp^^ 

Jrp-Asn-As^-ThrHSiuJ^^ 

I le-Lys-Lys-Lys-Lys. ^^1: 

2. A polynucleotide comprising the nucleotide sequence get put in SEQ 

IP NO: 1. " 'b • '"■ ' 

cagcaatgaa iggctttgca xccttgcttc gaagaaacca attTatcptc 
ciggtaptat ttc^^ttgc^^l.tcagagt ctg^ftc t-gj? ^^Ug^t?ig 
ccgicctacc gc tg^igt c d/gtg^acaQa cac^atjtpa c^aggaccca _ 
aiggagatga tggtgaaaaa ggag£t-eeag g4f|f*§ ^aagc ; aigi|c 
^agtgggac gca^gggdc g|||^^tt a|||g|f§|| 

gggagatcgg ggcaft'ikg i*4fot§M 
acaaagggga aaaaggt-Ztg cttggaatac ctggagaaaa aggcaaagca 
ggtactgtct gtgaltWgg aagatafccgg aaatttgtlg gacaactgga 

III 

i 
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tattagtatt gcccggctca agacatctat gaagtttgtc a^gaatgtga 
tagcagggat tagggaaact gaagagaaat tctactacaL /gtgcaggaa 
gagaagaact acagggaatc cctaacocac tgcaggat t^ggggtggaat 
gctagccatg cccaaggatg aagctgccaa cacaclcat£ gctgactaLg 
ttgccaagag tggcttcttt cggglgttca itggcgts&a tgaccttgaa 
agggagggac agtacatgtt cacagacaac actccapTtgc agaactatag 
caactggaat gagggggaac ccagcgaccc ctatggtcat gaggactgtg 
tggagatgct gagctctggc agatggaatg acacigagtg ccatcttacc 
atgtactttg tctgtgagtt catcaagaag aa^iagtaac ttccctcatc 
ctacgtattt gctattttcc tgtgaccgtc al/tacagtta ttgtiatcca 
tecttttttt cctgattgta ctacatttga /ctgagtcaa catagctaga 
aaatgctaaa ctgaggtatg gagcctccat /catcatgctc ttttgtgatg 
attttcatat Ittcacacat ggtatgttatf tgacccaata actcgccagg 
tlacatgggt cttgagagag aattttaat* actaattgtg cacgagatag 
ttggtlgtct atatgtcaaa tgagtlgt&c tcttggtaLt tgctctacca 
tctctcccta gagcactctg tgtctat/fccc agtggataat ttcccagttt 
actggtgatg attaggaagg ttgLtgatgg ttaggctaac ctgccctggc 
ccaaagccag acatgtacaa gggct/ttctg tgagcaatga taagatcttt 
gaatccaaga tgcccagatg ttt/accagt cacaccctat ggccatggcL 
atacltggaa gitctccttg tti/gcacaga catagaaatg ctttaacccc 
aagcctttat atgggggact trftagctttg tgtcttgttt cagaccatgt 
ggaatgataa ataclctttt l/gtgcttclg atctatcgat ttcactaaca 
tataccaagt aggtgcttlg/aacccc.tttc tgtaggctca caccttaatc 
tcaggcccct atatagtcadf actttgattt aagaaaaacg gagcc. 

3. A polynucleotide which encodes a coUectin protein, wherein said 

polynucleotide can hybridize und** a stringent condition with a probe 

produced from a genomic clone which shares high homology to a consensus 

collectjn amino acid sequence set out in SEQ ID NO:3: 
Glu-Lys^yrVal^Met-Tyr-Thr-Asp^ly-Lys-T^ 

Gln-Sesr-Arg-Leu-Ala-I le^Cys-Olu-PJia 

4. The polynucleotide according to claim 3, wherein the probe is 
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amplification products df PCR reaction which was performed using primers 
which have the nucleotide sequences set out in SEQ ID NO: 7 and SEQ ID 
NO: 8: 

ttttgatggaggctccatacc\ (SEQ TD NO: 7) 
ctgccaacacactcatcgctgUSEQ ID NO: 8). 

5 . A polynucleotide wmch can hybridize with any of the polynucleotide 
according to any of claims 1 to 4, wherein the protein encoded by said 
polynucleotide comprises: (h Ca 2+ -dependent carbohydrate recognition 
domain (CRD), (2)neck region\ (3) collagen-like region, and (4) N-terminal 
region containing cysteine. 

6. The polynucleotide according to any of claims 1 to 5, wherein said 
polynucleotide is cDNA. 

7. A collectin protein encoded by the polynucleotide according to any 
of claims 3 to 6. \ 

8. A collectin protein comprising the amino acid^sequence set out in 
SEQ ID NO:2: 

Met-Asn^ly-Phe-Ala-Ser-Leu-LeuMrg-Arg-Asn^ni-Phe-Ile-Leu-Leu- 
Val-Leu-Phe-Leu-Leu-Gln-ne-Gln-Ser-Leu^l4rLeu-Asp-Ile-Asp-Ser- 

Arg-Pro-Thr-A la-Glu-Val-Cys-Al a-Thr-Hi 1 e-Ser-Pro-Gly-Pro- 

Lys-Gly-Asp-Asp-Gly-Glu-Lys-Gly-Asp-^Mly-Glu-Glu-Gly-Lys-His- 

Gly-Lys-Val^ly-Arg-Mel^ly-Pro-Lys^ 
AspHKet^ly-Asp-Arg^iy-Asn-Ile^^ 

Lys^ly-Asp-Lys^lyHJlu-Lys^l^u-Leu-Gly-Iie-Pro-Giy-Glu-Lys- 
Gly-Lys-AlaKily-Thr-Val^ys-Asp%ys--Gly-Arg-Tyr-Arg-Lys-Phe-Val- 

Gl y-Gln-Leu-Asp-I le-Ser-Ile-Al^ 
Val-Lys-Asn-Val-Ile-Ala^lv/^ 
Tyr-Ile-Val-Gln^lu^lu-Lysjfcn^ 

Arg-Ile-Arg-Gly^lyHilet-I&/-Ala-Mot-Pro-Lys-Asp-Glu-Ala-Ala-Asn- 



Thr-Leu-I le-Ala-Asp-Tyr- 



•Val-Ala-Lys-Ser^ly-B^dihe-Arg-Val-Phe- 




Tle-Gly-Val-Asn-Asp-Leu-Giu-Arg-Glu-Gl y^^f yr-Met-Phe-Thr-Asp- 
Asn-Thr-Pro-l.eu^ln-Asn-lyr-Ser-AOT^p^sn-Glu-Gly-Glu-Pro-Ser- 
Asp-Pro-TyrH^ly-HisHilu-Asp^S^iH^lu-iMet-Leu-Ser-Ser-Giy-Arg- 
Trp-Asn-Asp-Thr-Glu-^pM^eu-ThrH«eL-Tyr-Phe-Val-Cys-Glu-Phe- 

I lc-Lys-Lys-1 ,ys-U«sr^ 




9. A collectin protein comprising the amino acid sequence encoded by 
the polynucleotide comprising the nucleotide sequence set out in SEQ ID NO: 



cagcaatgaa tggctttgca tccttgcttc gaagaaacca atttatcctc 
ctggtactat ttcttttgca aattcagagt ctgggtctgg atattgatag 
ccglcctacc gctgaagtct gtgccacaca cacaatttca ccaggaccca 
aaggagalga tggtgaaaaa ggagatccag gagaagaggg aaagcatggc 
aaagtgggac gcalggggcc gaaaggaatt aaaggagaac tgggtgatat 
gggagatcgg ggcaatattg gcaagactgg gcccattggg aagaagggtg 
acaaagggga aaaaggtttg cttggaatac ctggagaaaa aggcaaagca 
ggtactgtct gtgattgtgg aagataccgg aaatttgttg gacaactgga 
tatlagtatt gcccggctca agacatctat gaagtttgtc aagaatgtga 
tagcagggat tagggaaact gaagagaaat tctactacat cgtgcaggaa 
gagaagaact acagggaatc cctaacccac tgcaggattc ggggtggaat 
gctagccatg cccaaggatg aagctgccaa cacactcatc gctgactatg 
ttgccaagag tggcttcttt cgggtgttca ttggcgtgaa tgaccttgaa 
agggagggac agtacatg^t cacagacaac actccactgc agaactatag 
caactggaat gagggggaac ccagcgaccc ctatggtcat gaggactgtg 
tggagatgct gagctctggc agatggaatg acacagagtg ccatcttacc 
atgtactttg tctgtgagtt catcaagaag aaaatigtaac ttccctcatc 
ctacgtattt gctattttcc tgtgaccgtc attacagtta ttgttatcca 
tccltttttt cctgattgta ctacatttga tctgagtcaa catagctaga 
aaatgctaaa ctgaggtatg gagcctccat catcatgctc ttltgtgatg 
attttcatat tttcacacat ggtatgttat tgacccaata acLcgccagg 
ttacatgggt cttgagagag aattftaatt actaattgtg cacgagatag 
ttggttgtct atatgtcaaa tgagttgltc tctLggtatt tgctctacca 
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tctctcccta 
actggtgatg 
ccaaagccag 
gaatccaaga 
atacttggaa 
aagcctttat 
ggaatgataa 
tataccaagt 
tcaggcccct 



gagcactctg 
attaggaagg 
acatgtacaa 
tgcccagatg 
gttctcc t tg 
atgggggact 
atactctttt 
aggtgctttg 
atatagtcac 



tgtctatccc 
ttgttgatgg 
gggctttctg 
ttttaccagt 
ttggcacaga 
tctagctttg 
tgtgcttctg 
aacccctttc 
actttgattt 



agtggataat 
ttaggctaac 
tgagcaatga 
cacaccc tat 
catagaaatg 
tgtcttgttt 
atctatcgat 
tgtaggctca 
aagaaaaacg 



ttcccagttt 
ctgccctggc 
taagatcttt 
ggccatggct 
ctttaacccc 
cagaccatgt 
ttcactaaca 
caccttaatc 
gagcc. 




10. The collectin proteSn according to any of claims 7 to 9, wherein the 
protein is derived from human\ 

1 1 . The collectin protein according to any of claims 7 to 10, wherein 
the amino acid sequence of the protdin comprises deletion, substitution and/or 
addition of one or more amino acids \and wherein the protein comprises: (1) 
Ca 2+ -dependent carbohydrate recognition domain (CRD), (2) neck region, (3) 
collagen-like region, and (4) N-tenninaWgion containing cysteine. 




